The exact roles of adipokines in the pathogenesis of type 2 diabetes and obesity are still unclear. The aim of the study was to evaluate fatty acid binding protein 4 (FABP4) concentrations in the serum and urine of women with excessive gestational weight gain (EGWG) and gestational diabetes mellitus (GDM) in the early post-partum period, with reference to their laboratory test results, body composition, and hydration status. The study subjects were divided into three groups: 24 healthy controls, 24 mothers with EGWG, and 22 GDM patients. Maternal body composition and hydration status were evaluated by the bioelectrical impedance analysis (BIA) method. Concentrations of FABP4, leptin, and ghrelin were determined via enzyme-linked immunosorbent assay (ELISA). Healthy women were characterized by the lowest serum leptin concentrations and by a negative correlation between the serum and urine FABP4 levels. Serum FABP4 levels were the highest in the GDM group. Serum FABP4 and leptin concentrations correlated positively in the GDM group. The EGWG group had the highest degree of BIA disturbances in the early puerperium and positive correlations between the urine FABP4 and serum leptin and ghrelin concentrations. The physiological and pathological significance of these findings requires further elucidation.
Introduction
According to the current state of scientific knowledge, pre-pregnancy obesity and excessive gestational weight gain (EGWG) as well as gestational diabetes mellitus (GDM) have been regarded as independent risk factors for post-partum complications in both mothers and their children, which will subsequently lead to an increased risk of chronic diseases later in their lives [1] [2] [3] [4] [5] . It has been observed that women with a previous history of GDM and EGWG are much more prone to suffer from type 2 diabetes mellitus (T2DM), obesity, cardiovascular diseases (CVDs), and metabolic syndrome in the future [1] [2] [3] [4] [5] . correction for false positive results was used. All of the analyses were performed using the Statistical Package for the Social Sciences software (version 19; SPSS Inc., Chicago, IL, USA). A p-value of <0.05 was considered statistically significant.
Results
The comparative characteristics of the study groups, presented in Tables 1 and 2 , revealed that healthy women had the lowest BMI at delivery, post-partum BMI, the serum leptin concentrations (Figure 1 ), total body water (TBW), extracellular water (ECW), and fat tissue index (FTI), as well as the highest concentrations of low-density lipoprotein cholesterol (LDL). The largest gestational weight gain, gestational BMI gain (∆BMI-1), BMI gain in the period from pre-pregnancy to 48 h after delivery (∆BMI), and intracellular water (ICW) were observed in the EGWG mothers. The most advanced age, as well as the highest pre-pregnancy BMI values and the serum FABP4 concentrations (Figure 1 ), were characteristic of the GDM group (Tables 1 and 2 ). Compared to the healthy patients, the EGWG mothers presented increased values of the lean tissue index (LTI) and body cell mass index (BCMI), whereas the GDM women had lower levels of total cholesterol and high-density lipoprotein cholesterol (HDL). The BMI loss at 48 h after delivery (∆BMI-2) was higher in the EGWG group than in the GDM group (Tables 1 and 2 ). Positive correlations were found between the serum FABP4 concentrations and pre-pregnancy BMI, total cholesterol, HDL, and LDL levels in the control group. Negative correlations between the serum FABP4 concentration and ΔBMI-2, as well as HgbA1c and the urine FABP4 levels, were observed only in the healthy mothers (Table 3 ). Figure 2 is a scatter plot diagram of the negative correlation between the serum and urinary FABP4 concentrations in the control subjects. Positive correlations were found between the urine FABP4 concentrations and ΔBMI-2 and urine leptin level No significant differences were observed between the groups with regard to other analysed parameters ( Table 1) .
The minimum detectable dose of human leptin is typically less than 7.8 pg/mL. Due to the urine leptin levels obtained in the majority of the EGWG and GDM patients, which were below the threshold of the sensitivity of the ELISA test, the "urine leptin" parameter is not present in these two groups in Tables 1 and 3 . Statistically significant values are given in the bold type. * p < 0.05; ** p < 0.001; *** p < 0.0001. BCMI-body cell mass index; BMI-body mass index; ∆BMI-1-gestational BMI gain; ∆BMI-2-BMI loss at 48 h after delivery; ∆BMI-BMI gain in the period from pre-pregnancy to 48 h after delivery; EGWG-excessive gestational weight gain; FABP4-fatty acid binding protein 4; GDM-gestational diabetes mellitus; HDL-high-density lipoprotein cholesterol; LDL-low-density lipoprotein cholesterol. Figure 1 compares the serum levels of FABP4 and leptin between the control, GDM and EGWG groups in the early post-partum period (i.e., 48 h after delivery).
Positive correlations were found between the serum FABP4 concentrations and pre-pregnancy BMI, total cholesterol, HDL, and LDL levels in the control group. Negative correlations between the serum FABP4 concentration and ∆BMI-2, as well as HgbA1c and the urine FABP4 levels, were observed only in the healthy mothers (Table 3 ). Figure 2 is a scatter plot diagram of the negative correlation between the serum and urinary FABP4 concentrations in the control subjects. Positive correlations were found between the urine FABP4 concentrations and ∆BMI-2 and urine leptin level in the healthy patients. The urine FABP4 concentration correlated negatively with BMIs before pregnancy, at and after delivery, as well as with ∆BMI, albumin, and LDL levels, and all the studied BIA variables with the exception of ECW in the healthy group (Table 3) .
Moreover, there were negative correlations between the serum FABP4 concentration and gestational weight gain, ∆BMI-1, BMI after delivery, ∆BMI, and ECW in the EGWG group. A direct correlation was found between the serum FABP4 and urine ghrelin concentrations. Positive correlations were present between the urine FABP4 and serum ghrelin and leptin levels in this group. The urine FABP4 concentration correlated negatively with the LTI and BCMI in the EGWG group (Table 3) .
The serum FABP4 concentration correlated positively with the BMIs at and after delivery, serum leptin level, TBW, ICW and FTI in the GDM group. A negative correlation was observed between the serum FABP4 and triglycerides levels in the GDM group. The urine FABP4 concentration correlated positively with the BMIs before pregnancy and at delivery as well as with the urine ghrelin level in the GDM group. A negative correlation was noted between the urine FABP4 and BCMI in this group (Table 3) .
The Benjamini-Hochberg procedure with a false discovery rate of 0.1 revealed that all of the originally significant associations were still significant. 
Discussion
Adipokines are involved in many physiological processes and might contribute to pregnancy complications such as GDM and EGWG. They also seem to play a significant role in the pathogenesis of T2DM, obesity, and metabolic syndrome in the future maternal life. The adipose tissue secretes adipokines that can induce a pro-inflammatory environment. These cytokines are associated with the development of insulin resistance and metabolic abnormalities in local and peripheral tissues [28] .
Our study showed that the highest serum FABP4 levels were present in the GDM mothers. The serum leptin concentrations were the lowest in the healthy women. These results are consistent with the observations made by other authors [11, 29, 30] . FABP4 and leptin are indicated as prime candidates for direct involvement in the pathophysiology of GDM and its long-term post-partum complications. Placental and non-placental origins of these adipokines are likely to contribute to dysregulated concentrations in GDM by induction of insulin resistance or β-cell dysfunction [11] .
Of the more recently discovered pro-inflammatory adipokines, the insulin resistance-inducing FABP4 is an interesting candidate, which seems to be involved in the pathophysiology of GDM. FABP4 belongs to the fatty acid-binding protein superfamily and is highly expressed in adipocytes, macrophages and endothelial cells. This adipokine is known to impair glucose tolerance in mice by upregulating hepatic glucose production. FABPs, a family of intracellular lipid chaperones, are small (15 kDa) cytosolic, highly-affinic proteins that can reversibly bind to hydrophobic ligands, such as unesterified long-chain fatty acids, and coordinate lipid responses in the cells [23, 31] . FABPs have been suggested to facilitate the transport of lipids to specific compartments in the cell [24] .
It has been reported that increased circulating FABP4 levels are associated with obesity, insulin resistance, T2DM, hypertension, breast cancer independent of obesity, cardiac dysfunction, atherosclerosis, and metabolic syndrome [21, [32] [33] [34] [35] [36] . Circulating FABP4 concentrations were significantly increased in obese subjects compared to their level in the lean controls, and serum FABP4 level positively correlated with the waist circumference, blood pressure, and insulin resistance [33] . High concentration of FABP4 at baseline was an independent predictor for the development of metabolic syndrome during a five-year follow-up period in a Chinese population [34] . A 10-year prospective study also showed that an increase of FABP4 level independently predicted the development of T2DM [35] . Circulating FABP4 is not only a potent biomarker but, as an adipokine, it also plays an important role in the development of metabolic syndrome and cardiovascular diseases [21] . FABP4 is thought to be a marker of pathophysiology and could be a treatment-target in T2DM [37] .
Previous studies found that the serum FABP4 concentrations were significantly increased in the GDM pregnant women when compared with the controls [29, 38, 39] . Li et al. explained high circulating FABP4 levels in the maternal serum of pregnant GDM women by an increased FABP4 originating from the placenta and adipocytes [10, 36] . Moreover, candidates for the placental hormones to induce FABP4 overexpression in the placenta and decidua in GDM include human placental lactogen and progesterone. Both increase continuously until term and may be associated with an increased insulin resistance together with the gestational age [36, 40] . On the other hand, the serum from the pregnant GDM women affects adipocyte differentiation and proliferation, which will result in an increased level of FABP4. Expression of FABP4 mRNA in the placenta and decidua of the GDM patients is greater than that in the normal tissues [36] . The synergistic effects of FABP4 from the placenta and adipocytes can act on the metabolic and inflammatory pathways via adipocytes. These activities may play crucial roles in the development of insulin resistance and T2DM [36] .
In the follow-up study of women six years after GDM, Svensson et al. [41] identified three factors -all related to the adipose tissue and body composition-that, independently of BMI and ethnicity, may increase the risk of progression to T2DM following GDM. These factors included increased serum FABP4 levels, weight gain after index pregnancy and a lower proportion of the fat-free mass. High BMI, abdominal fat distribution and enlarged adipocytes with corresponding signs of inflammation were also associated with the development of T2DM after GDM [41] .
Our study is probably the first to report the urine FABP4 levels in the early puerperal mothers, yet we did not find any significant differences in this parameter between the healthy, EGWG, and GDM women. Urine, as a material for the assessment of FABP4 concentrations in the human studies, has been used in patients with glomerular injury, as well as with acute and chronic renal dysfunction [23] [24] [25] . Due to its small molecular size, this protein may escape the glomerular sieves and be excreted in the urine if not reabsorbed by the renal tubules. FABP4 may also be produced by the tubular epithelial cells or adjacent tissue [42] . In the healthy kidneys, FABP4 is expressed in the endothelial cells of the tubulointerstitial peritubular capillary and vein in both the cortex and medulla, but not in the glomerular or arterial endothelial cells, under normal physiological conditions [24, 43] . FABP4 was remarkably expressed in the glomerulus in the patients with strong inflammatory capillary disorders [24, 44] . Furthermore, the level of FABP4 expression in the glomerulus was significantly higher in the patients with endothelial proliferative lesions than in those without the lesions in IgA nephropathy. These findings indicate that ectopic expression of FABP4 in the glomerular endothelial cells can be associated with a local inflammation in the glomerulus [24] . Moreover, Obajdin et al. [25] hypothesized that increased urine FABP4 levels were not the result of enhanced de novo synthesis of FABP4 mRNA but rather of an abnormal loss of FABP4 by the cells of the loop of Henle. As a low molecular weight protein (15 kDa), FABP4 should be freely filtered in the glomerulus and then reabsorbed by the proximal tubules under normal conditions [45] .
Our findings revealed that the serum and urine FABP4 concentrations correlated negatively in the healthy puerperal mothers. Okazaki et al. [24] noted that elevated levels of urine FABP4 were associated with glomerular damage and progression of proteinuria but only a weak positive correlation was seen between the urinary and serum FABP4. Unfortunately, although the study exclusion criteria comprised abnormalities in the GFR and urine test, particularly in proteinuria, the methodology of our study did not include more specialized techniques, such as electrophoresis and flow cytometry of urine proteins. It should also be emphasized that future evaluation of adipokines in the urine should be adjusted by the urine creatinine concentrations or daily excretion rate.
Moreover, the control group also provided significant evidence for the existence of a direct correlation between the urine FABP4 and leptin levels. Interestingly, positive correlations were found between the urine FABP4 and serum leptin levels in the EGWG group as well as between the serum FABP4 and leptin concentrations in the GDM subjects. Unfortunately, due to the obtained leptin levels in the urine in the EGWG and GDM mothers which were below the threshold of the sensitivity of the ELISA test, this parameter was not taken into consideration in these two groups for the correlating.
Ortega-Senovilla et al. [39] observed significant correlations between the FABP4 and leptin levels in the maternal blood in both control and GDM pregnant patients. In our study similar observations were made only in the GDM group since a direct correlation between these adipokines was revealed only in the urine of healthy mothers. It should be emphasized that in contrast to the cited study in which the maternal blood was collected before delivery, our study was performed in the early puerperium period [39] .
In our study positive correlations were found between the serum FABP4 and urine ghrelin as well as between the urine FABP4 and serum ghrelin levels in the EGWG group and also between the urine FABP4 and ghrelin levels in the GDM group. Our previous study showed that women with GDM had lower serum and higher urine ghrelin concentrations in the early post-partum period in comparison with the healthy controls, i.e., at 48 h after delivery, yet, these differences were statistically insignificant [2] . On the other hand, there was a positive correlation between the serum and urine ghrelin levels, but only in the healthy mothers. This association between the ghrelin concentrations in these two biological materials was not observed in the GDM group. It seems that this irrelevant difference in favour of greater ghrelin levels in urine might be caused by disturbed metabolism of the circulating ghrelin in GDM mothers. This might have resulted from increased renal ghrelin clearance [2] . Zhang et al. demonstrated that overexpression of ghrelin gene via the FABP4 promoter exhibits high plasma concentration of des-acyl ghrelin, alters the development of the white adipose tissues, and improves glucose tolerance and insulin sensitivity [46] .
In our study, the patients of GDM group were the oldest and were characterized by the highest values of BMIs evaluated before pregnancy. It is worth noting that GDM women are usually older and overweight or obese [15, 16] . Several case-control studies have found that increased insulin resistance during pregnancy is associated with abnormalities in the body weight [10, 47, 48] . Higher pre-pregnant BMI is connected with an increased risk of GDM [49] . A positive relationship was noted between gestational age, pre-pregnant BMI, and HOMA-IR in the GDM patients [10] .
The largest gestational weight and BMI gains were observed in the EGWG group, which was a consequence of the choice of inclusion criteria for this study group. Despite the fact that a higher BMI loss at 48 h after delivery was observed in this group in comparison with the GDM group, the BMI gain in the period from pre-pregnancy to 48 h after delivery (∆BMI), i.e., the difference between the post-partum and pre-pregnancy BMIs, was the largest in the EGWG mothers. ∆BMI seems to be the most meaningful parameter of the body change for the future maternal life. Gestational weight gain in excess of the recommended IOM guidelines is now understood to be particularly important for setting the stage for subsequent health post-partum [50] . EGWG is currently considered as the first step in the vicious cycle and is arguably the most deleterious consequence of pregnancy impacting the future health of the mother. There are several reports including an extensive meta-analysis in over 69,000 women that indicate the excess weight gained in pregnancy is still retained some 20 years later [51] . Not surprisingly, the degree of the weight retained post-partum is highly variable between women, and often dependent on the amount of gestational weight gain, however, women with EGWG retain the most weight post-partum [50, 51] .
The evaluation of associations between FABP4 and the body weight measurements, BMIs and their changes in the period between pre-pregnancy to 48 h after delivery revealed that the serum FABP4 level directly correlated only with the pre-pregnant BMI in the healthy mothers, while their urine FABP4 was negatively associated with pre-BMI, BMI at delivery, and at the time of sampling. It is worth noticing the correlation at this last point of time, i.e., at 48 h after delivery, which turned out to be highly statistically significant.
The existence of a relationship between both serum and urine FABP4 and BMI confirms the correlation with the post-partum reduction of BMI (i.e., ∆BMI-2), as we presumed, which was negative with the serum FABP4 and positive with the urinary FABP4. It seems that the smaller decrease in BMI after delivery, the higher the FABP4 concentration in the serum and lower in the urine. The results of the correlations of the urine FABP4 with BMIs are especially noteworthy. However, the existence of the relationship between FABP4 levels and BMIs was not so obvious in the EGWG and GDM groups. Negative correlations were found only between the FABP4 serum levels and gestational weight and BMI gains, post-partum BMI, and BMI change after pregnancy and delivery (i.e., ∆BMI) in the EGWG group. In the GDM group, the FABP4 level positively correlated in the serum with the BMIs at delivery and after delivery as well as in the urine with the BMIs before pregnancy and at delivery. The results in these two groups are probably related to the fact that the women in GDM group, due to pre-pregnant overweight and obesity and with normal carbohydrate results in the first trimester, remained under strict control, so that from 24-28 weeks of pregnancy after being diagnosed with GDM they were successfully treated with not only a proper diet but also with insulin. Meanwhile, due to the normal body mass and BMIs before pregnancy and with normal OGTT results at 24-28 weeks of pregnancy, the patients in the EGWG group were not under accurate dietary control throughout their pregnancy.
Ortega-Senovilla et al. [39] was able to find significant correlations between FABP4 in the maternal blood and pre-pregnancy BMI in both control and GDM pregnant patients [39] . However, our study was performed two days after delivery, i.e., two days after the placenta delivery, whereas Ortega-Senovilla et al. evaluated the serum FABP4 levels in each mother at the last visit to the obstetric clinic, no longer than one week before delivery [39] . Taking into account that FABP4 concentrations during pregnancy are partially related to the placental factors, our results cannot be directly compared with the cited study.
This study has demonstrated that healthy mothers had higher levels of total cholesterol, HDL, and LDL than the GDM women. These results are consistent with the observations made by other authors [10, 52] . It has been documented that women with a history of GDM exhibit altered CVD risk factors, including lower HDL concentrations, when compared with mothers with healthy pregnancies [7, 8] . It is worth noting that HDL represents approximately 20% of the total plasma cholesterol and is inversely related to the occurrence of CVD. In the women without GDM, the HDL levels decrease during the initial 12 weeks post-partum, but the magnitude of this decline is small. Moreover, it has been shown that during pregnancy, women with GDM have lower levels of HDL than those without GDM [53] .
Dubé et al. [52] found decreased maternal plasma levels of total cholesterol, LDL, and HDL, which is in agreement with ours and other authors' studies [42, 43] , and they concluded that these results could partly be due to the lack of excessive gestational weight gain in obese women and/or to the unchanged levels of triglycerides and free fatty acids in the venous cord blood despite the increased maternal plasma levels of triglycerides in obese pregnancies. Studies have reported mostly inflammatory changes in the placenta of obese women, such as an accumulation of the immune cells (macrophages and neutrophils) and an increase in the expression of several inflammatory cytokines, such as interleukin-1 (IL-1), IL-6, TNFα, IL-8 [52, 54, 55] .
Our findings revealed that the serum FABP4 concentrations correlated positively with the lipid profile (i.e., total cholesterol, HDL, and LDL levels), as well as negatively with HgbA1c concentrations in the healthy puerperal mothers. Negative correlations were found between the urine FABP4 and albumin and LDL levels in this group. It should be noted that, in our study, all abnormalities in the urine analysis, including proteinuria, were excluded.
No significant correlations were found in either urine or serum FABP4 levels with biochemical findings in the EGWG group. A negative correlation was observed between the serum FABP4 and triglycerides levels only in the GDM group.
As an important intracellular fatty acids carrier protein, FABP4, is released from adipocytes and plays an important biologic role in the fatty acid uptake, transport, and metabolism [10] . FABP4 may influence insulin sensitivity and energy metabolism by regulation of fatty acid metabolism. Increased FABP4 levels may promote the accumulation of short-chain fatty acids in the cells and decrease PI3K-AKT protein activity, thereby inhibiting glucose oxidation and glycolysis and significantly reducing glucose uptake and utilization in the muscle and liver [10, 35, 56] . Therefore, the pathway from glucose to triglycerides is disturbed and the increased insulin resistance may lead to GDM [10, 35, 56] . On the other hand, it should also be emphasized that future studies should take into account the impact of insulin treatment in patients with GDM on the serum and urine levels of FABP4. In our study, since in all the included patients with GDM the same modality of treatment with insulin was used, we did not decide for an assessment of insulin impact on the serum and urine levels of FABP4. Furthermore, what is also extremely important is the time interval between the last insulin dose and the FABP4 level measurement. In our study, all of the patients with a GDM history received the last insulin injection at least 48 h earlier.
In order to assess the maternal body composition and hydration status, the BIA method was used in the study. This standardized technique is non-invasive, fast, and well tolerated by patients [57] [58] [59] . The physical properties of BIA, its measurement variables, and their clinical significance, have well been described in many previously published reports [58, 60] . BIA appears to be a more accurate predictor of the gestational and post-partum outcomes than BMI [61] . Wang et al. [61] noted that the maternal increased BMI and gestational weight gain reflect the pregnancy nutritional status. BMI, however, is only a surrogate indicator of obesity and does not measure the distribution of fat. Fat and free-fat masses, measured by BIA, can accurately reflect the body fat compositions and have been considered as better predictors of maternal nutritional status than BMI [61] .
Very few studies concerning BIA in the assessment of GDM have been reported so far. Our previous study showed that mothers with GDM in the early puerperium, when compared with the healthy controls, presented higher levels of not only FTI, which is defined as the adipose tissue mass divided by the square of the body height and is expressed in units of kg/m 2 , but also of TBW and ECW, where the latter consists of the interstitial water, plasma water, and transcellular water [2] .
In the current study, the lowest results of analysed BIA parameters (i.e., TBW, ECW, and FTI) were observed in the healthy subjects. The EGWG group was characterized by the highest values regarding ICW between all the studied groups as well as higher values of LTI and BCMI in comparison to the healthy mothers. The aforementioned results suggest that the EGWG women presented a higher degree of disturbances in the hydration status and body composition in the early puerperium.
Gilmore et al. [50] emphasized that though total post-partum weight retention is the most frequently reported variable and fewer data on the composition of retained weight are available, it should be noted that the distribution of the post-partum weight being free-fat mass or fat mass is of particular important. Body composition changes after delivery may be a tell-tale sign of future metabolic health problems. During the early post-partum period the demand for expanded extracellular and intracellular fluid, mammary tissue (if not breastfeeding) and uterine tissue is no longer present, so the weight attributed to these areas naturally decreases and will return to the preconception status usually within 6-12 weeks [50] . Despite the weight loss seen from those tissues, the total fat mass is increased post-partum by 4% and visceral fat by 33% above the preconception values [62] . Women with EGWG have three times greater incidence of abdominal obesity at eight years post-partum compared with those who gained the recommended gestational weight [63] . Some authors observed the perpetuating cycle of weight gain in pregnancy and post-partum and amplification of both outcomes with subsequent pregnancies and pointed to the detrimental impact of pregnancy and excess GWG on the visceral fat accumulation. Just as the accumulation of visceral fat is understood to increase the risk of pregnancy-related adverse outcomes, such as GDM, the increased abdominal adiposity post-partum contributes to the progression of impaired glucose tolerance in pregnancy, to insulin resistance and, finally, to T2DM post-partum as well as other co-morbidities, such as CVD and metabolic syndrome, as the woman is aging [50, 64] .
Evaluation of associations between the FABP4 and BIA variables revealed negative correlations between the urine FABP4 levels and almost all BIA findings with the exception of ECW which consists of the interstitial water, plasma water and transcellular water only in the healthy subjects. Meanwhile, the FABP4 concentrations were associated negatively with ECW in the serum, as well as with LTI and BCMI in the urine of EGWG patients. The serum FABP4 levels correlated positively with TBW, ICW, and FTI, whereas the urine FABP4 concentrations were negatively related to BCMI in the GDM group.
Interestingly, there was only one BIA parameter, i.e., BCMI, which was negatively correlated with the urine FABP4 concentrations in all the studied groups. This parameter was introduced by us taking into account the difference in the BMI in the post-partum period between our patients and it was calculated as the body cell mass divided by the square of the body height as it seems to be a more precise parameter than BCM.
Gilmore et al. [50] concluded that pregnancy and the post-partum periods are not independent, but highly interrelated and affect one another. Many of the physiological and anatomical changes during gestation, particularly those to support the expansion of the fat mass, appear to prepare the mother for the energy-costly process of lactation. However, this turns out now to be a double-edged sword as the weight gain and metabolic changes that occur during pregnancy, if not controlled, can also have negative consequences for the post-partum woman and increase the risk of developing chronic disease later in her life [50] .
Conclusions
In summary, we were able to show that the serum FABP4 levels were significantly the highest in the GDM group in the early puerperium. On the basis of our findings and previous studies it appears that increased circulating FABP4 concentrations can persist in GDM patients after delivery and might contribute to the increased risk of T2DM and metabolic syndrome. On the other hand, evaluation of FABP4 may be used as a predictive marker for mothers with the history of GDM.
The study results obtained from the observed correlations of FABP4 (in the serum and urine) and biophysical and biochemical variables confirm that further studies should not be limited to evaluating only the serum FABP4 levels. It seems that urine should also be taken into account since this material may provide additional information and help to explain the pathogenesis of T2DM.
It also seems understandable that obstetricians and perinatologists should pay attention to nutrition and weight management during pregnancy, educate pregnant women that their overnutrition predisposes them to metabolic disorders later in life. Our study may confirm that EGWG, seen as an obstetric complication, is associated with disturbances in the body composition and hydration status.
Nonetheless, the physiological and pathological significance of these findings requires further elucidation.
